
S3	Table:	Sequences	of	forward	(F1-F32)	and	reverse	(HC-R)	primers	used	to	amplify	heavy	chain	variable	
regions	 from	 the	 cDNA	of	B	 cells	 from	donor	P656.	 The	 forward	primers	 are	 located	within	 the	 leader	
sequence,	and	the	reverse	primers	are	located	within	the	CH2	domains	of	the	constant	region	of	the	heavy	
chains.	

	

	


